GC-MS is one of the best techniques to identify the constituents of volatile matter, long chain, branched chain hydrocarbons, alcohols acids, esters etc. The freshwater mussels Parreysia corrugata was analyzed using Gas Chromatography-Mass Spectrometry, while the mass spectra of the compounds found in the extract was matched with the National Institute of Standards and Technology (NIST) library. Gas chromatography mass spectrometry (GC-MS) analysis revealed the presence of 26 compounds. The compounds were identified by comparing their retention time and peak area with that of literature and by interpretation of mass spectra. The first compound identified with less retention time (30.236 min) was 2,6-Difluorobenzoic acid, tridec-2-ynyl ester, whereas gamma.-Tocopherol was the last compound which took longest retention time (29.84min) to identify. Many of them are used in industry for various applications like flavor, antioxidant, anti-inflammatory, antimicrobial, pesticide and cancer preventive.
INTRODUCTION
Freshwater mussels are ecologically important group of burrowing organisms in aquatic ecosystems. The mussels are ecologically important because of their widespread distribution and biological filtration activity and also economically used as food and in the production of freshwater pearls. The knowledge of biochemical composition of any edible organism is extremely important since the nutritive value is reflected in its biochemical contents. The mussels provide high quality protein with all the dietary amino acids for maintenance and growth of human body. Freshwater mussels contain significant amount of omega 3 fatty acids in particular Docosahexaenoic acid (DHA) [1] .The freshwater molluscs form an important part of the aquatic ecosystems. These sentinel organisms are used in aquatic pollution monitoring programs as they accumulate toxic environmental contaminants to levels well above those present in the surrounding environment thus providing information on the spatio-temporal pollution trends [2] [3] .
Parreysia corrugata is an important constituent of freshwater fauna of the Indian sub-continent. In India, this species is reported to be widely distributed in the states like Punjab, Bihar, Madhya Pradesh, Maharashtra, Orissa and Karnataka [4] . Recently it has been found to be a potential candidate species for freshwater pearl production [5] . Further, Parreysia spp. is known to have medicinal importance [6] . GC-MS is a method that combines the features of gas liquid chromatography and mass spectrometry to identify different substances within a test sample. It is a sensitive analytical technique that is used in a wide range of applications such as environment monitoring, flavor and fragrance analysis [7] , pesticide analysis, metabolite analysis [8] , forensic and criminal cases etc [9] . Considering all these facts, the present study was designed to investigate the presence of various bioactive compounds in Freshwater mussels of Parreysia corrugata using Gas chromatography and mass spectrometry.
MATERIAL AND METHODS
Parreysia corrugata species was collected in June 2018 from coleroon river, Lower Anaicut Reservoir, Thanjavur district, Tamilnadu, India. The Live specimens of freshwater gastropod P.corrugata was randomly collected by hand picking method. The collected fresh molluscs were ISSN: 2250-1177
[156] CODEN (USA): JDDTAO preserved with ice and transported to the laboratory and identified by the standard literature of [10] . The ethanolic extract of flesh was prepared by [11] . The specimen was brought to the laboratory and their soft bodies were removed by breaking the shell. The flesh sample was dried using hot air oven at 600C and powdered. 25grams sample was soaked in methanol and maintained for 3 days. The extract was filtered through Whatman No.1 filter paper. The resultant extract was concentrated by using rotary vaccum evaporator with reduced pressure. The resultant extract were then kept in airtight container and stored at 40C for further analysis.
GC-MS
This technical process was done in Periyar Maniammai Institute of Science & Technology, Thanjavur, Tamil Nadu, India. Chromatographic separation was performed using a column of GC-MS-QP 2010 (SHIMADZU) column Db 30.0 (0.25 μm in diameter, 0.25 μm thick). The oven temperature is raised to 10°C/min to 200°C and then programmed to 5°C/min to 280°C and 70°C (isothermal 5 min) ending to 35° isothermal. Obtained at 70 in excess of 62,000 models.
Identification of Compounds
Interpretation of mass spectrum of GC-MS was conducted using the database of National Institute Standard and Technology (NIST) having more than 62,000 patterns. The spectrum of the known component was compared with the spectrum of the known components stored in the NIST library. The name, molecular weight and structure of the components of the test materials was ascertained. The relative percentage amount of each component was calculated by comparing its average peak area to the total areas. The spectrum of the unknown component was compared with the spectrum of the component stored in the NIST library version (2005), software, Turbomas 5.2.
RESULTS AND DISCUSSION
GC-MS is a powerful tool that is being increasingly used in biomarker discovery. It can be used for analysis of wide range of biological compounds including Fatty acids, essential oils, eicoscanoids, wax, esters by the selection of suitable columns. The GC-MS analysis of Freshwater mussels P.corrugata revealed the presence of twenty six compounds that could contribute the medicinal quality of the animal. The identification of the biological active compounds was confirmed based on the peak area, retention time and molecular formula. The active principles with their Retention time (RT), Molecular formula, Molecular weight (MW) and peak area in percentage are presented in Table 1 and Fig 1. The first compound identified with less retention time (30.236 min) was 2,6-Difluorobenzoic acid, tridec-2ynyl ester, whereas gamma.-Tocopherol was the last compound which took longest retention time (29.84min) to identify. The bioactive compounds identified through GC-MS analysis showed many biological activities relevant to this study are listed in [12] . Similarly Octadecanoic acid, Tetradecanoic acid and gamma.-Tocopherol also showed the various biological activities. However, isolation and characterization of individual compounds may proceed to discover the novel drugs and their pharmacological activities. 
CONCLUSION
GC-MS method is a direct and fast analytical approach for identification of bioactive compounds. The Freshwater mussels Parreysia corrugata has 26 different chemical compounds and they have different pharmacological activities. Each chemical compound can be extracted individually and can be used in clinical trials to check efficacy, and to develop a novel drug from a crude drug. The GC-MS analysis Freshwater mussels will also be a part of database of bioactive products of natural drugs.
